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November 23, 2020 

 

Memo to: Mike Armstrong, Andrew King and Robyn Niver 

 

From: W. Mark Ford Mark  

 

Subject: Kaleidoscope 5.4.0beta0  Test on Expanded Data 

 

Below are the returned MLE p-values on the estimates of presence or absence of bat community composition 

datasets (also with runs of northern long-eared bats Myotis septentrionalis removed or Indiana bats Myotis 

sodalis removed) for the 0, -1 and +1 settings over ten independent and randomly generated test libraries as well 

as associated producer’s and user’s accuracy (Tables 1-6). At all settings (30 runs), this version fully passed for 

both northern long-eared bats and Indiana bats using MLE < 0.05 as the threshold with no false positives or 

false negatives.  Accordingly, this version would be acceptable for use with both species per the testing 

guidelines.  However, continued improvement on other species should be a priority in forthcoming versions as 

performance on species such as the Southeastern myotis (Myotis austroriparius) continues to be poor.    

 

cc: J. De La Cruz  

     A. Silvis 

     E. Thorne 

  

 United States Department of The Interior 

Interior U.S. Geological Survey 

Ecosystems Division 



TEST SUMMARY: BCID version 5.4.0 beta0

KEY: PASS FAIL

SETTING:  ‐1

TEST LIBRARY ALL NO MYSE NO MYSO ALL NO MYSE NO MYSO
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No. Correct: 10 10 10 10 10 10
% Correct: 100% 100% 100% 100% 100% 100%

SETTING:  0

TEST LIBRARY ALL NO MYSE NO MYSO ALL NO MYSE NO MYSO

1
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No. Correct: 10 10 10 10 10 10
% Correct: 100% 100% 100% 100% 100% 100%

SETTING:  +1

TEST LIBRARY ALL NO MYSE NO MYSO ALL NO MYSE NO MYSO
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10

No. Correct: 10 10 10 10 10 10
% Correct: 100% 100% 100% 100% 100% 100%
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Table 5.  Maximum likelihood estimator P-values for +1 setting bat species. Green shading = correct with U.S. Fish and Wildlife Standards.

KALEIDOSCOPE 5.4.0beta2

Bats of North America 5.4.0 S/A:+1 EPTFUS LASBOR LASCIN LASNOC MYOAUS MYOGRI MYOLEI MYOLUC MYOSEP MYOSOD NYCHUM PERSUB

test 1 all 0.0000 0.0000 0.0000 1.0000 1.0000 0.0000 0.1889 0.0000 0.0000 0.0002 1.0000 0.0000

no MYSE 0.0000 0.0000 0.0000 1.0000 1.0000 0.0000 0.1970 0.0000 0.6639 0.0000 1.0000 0.0000

no MYSO 0.0000 0.0000 0.0000 1.0000 1.0000 0.0000 0.0145 0.0000 0.0000 0.9116 1.0000 0.0000

test 2 all 0.0000 0.0000 0.0000 1.0000 0.5032 0.0000 0.5252 0.0000 0.0000 0.0111 0.7234 0.0000

no MYSE 0.0000 0.0000 0.0000 1.0000 0.4192 0.0000 0.5085 0.0000 1.0000 0.0085 0.7248 0.0000

no MYSO 0.0000 0.0000 0.0000 1.0000 0.8113 0.0000 0.1736 0.0000 0.0000 0.9586 0.7238 0.0000

test 3 all 0.0004 0.0000 0.0000 1.0000 0.9086 0.0000 0.2029 0.0000 0.0068 0.0000 0.1006 0.0000

no MYSE 0.0004 0.0000 0.0000 1.0000 0.9117 0.0000 0.2040 0.0000 1.0000 0.0000 0.1037 0.0000

no MYSO 0.0004 0.0000 0.0000 1.0000 0.8035 0.0000 0.0153 0.0000 0.0034 0.8973 0.1010 0.0000

test 4 all 0.0000 0.0000 0.0000 1.0000 0.6635 0.0000 0.2003 0.0000 0.0000 0.0000 0.6006 0.0001

no MYSE 0.0000 0.0000 0.0000 1.0000 0.4706 0.0000 0.7013 0.0000 1.0000 0.0000 0.6010 0.0001

no MYSO 0.0000 0.0000 0.0000 1.0000 0.5353 0.0000 0.0147 0.0000 0.0000 0.8961 0.6020 0.0001

test 5 all 0.0000 0.0000 0.0000 1.0000 0.7043 0.0000 0.0036 0.0000 0.0001 0.0018 0.6045 0.0000

no MYSE 0.0000 0.0000 0.0000 1.0000 0.5401 0.0000 0.0256 0.0000 1.0000 0.0009 0.6065 0.0000

no MYSO 0.0000 0.0000 0.0000 1.0000 0.6242 0.0000 0.0002 0.0000 0.0000 0.4758 0.6071 0.0000

test 6 all 0.0003 0.0000 0.0000 1.0000 0.9074 0.0004 0.0558 0.0000 0.0000 0.0000 0.7224 0.0000

no MYSE 0.0003 0.0000 0.0000 1.0000 0.8657 0.0004 0.0592 0.0000 1.0000 0.0000 0.7225 0.0000

no MYSO 0.0003 0.0000 0.0000 1.0000 0.7819 0.0004 0.0016 0.0000 0.0000 0.7287 0.7238 0.0000

test 7 all 0.0000 0.0000 0.0000 1.0000 0.0776 0.0000 0.7882 0.0000 0.0000 0.0000 0.8141 0.0001

no MYSE 0.0000 0.0000 0.0000 1.0000 0.0596 0.0000 0.8004 0.0000 1.0000 0.0000 0.8161 0.0001

no MYSO 0.0000 0.0000 0.0000 1.0000 0.1264 0.0000 0.2315 0.0000 0.0000 0.7395 0.8150 0.0001

test 8 all 0.0000 0.0000 0.0000 1.0000 0.2892 0.0000 0.2391 0.0000 0.0001 0.0000 0.7913 0.0000

no MYSE 0.0000 0.0000 0.0000 1.0000 0.2516 0.0000 0.2491 0.0000 0.8389 0.0000 0.7917 0.0000

no MYSO 0.0000 0.0000 0.0000 1.0000 0.4886 0.0000 0.0548 0.0000 0.0000 0.1662 0.7919 0.0000

test 9 all 0.0000 0.0000 0.0000 1.0000 1.0000 0.0000 0.6332 0.0000 0.0000 0.0004 1.0000 0.0000

no MYSE 0.0000 0.0000 0.0000 1.0000 1.0000 0.0000 0.6498 0.0000 0.9913 0.0001 1.0000 0.0000

no MYSO 0.0000 0.0000 0.0000 1.0000 1.0000 0.0000 0.1047 0.0000 0.0000 1.0000 1.0000 0.0000

test 10 all 0.0000 0.0000 0.0000 1.0000 0.2349 0.0000 0.2777 0.0000 0.0000 0.0000 0.2025 0.0000

no MYSE 0.0000 0.0000 0.0000 1.0000 0.1835 0.0000 0.2924 0.0000 1.0000 0.0000 0.2038 0.0000

no MYSO 0.0000 0.0000 0.0000 1.0000 0.1353 0.0000 0.0199 0.0000 0.0000 0.8203 0.2037 0.0000

Table 6.  Producer's and user's accuracy rates for the +1 setting.

Producer SD

Common 

Mis-ID User SD

Common 

Mis-ID

EPTFUS 0.4167 0.4129 LASNOC 0.4167 0.4361 LASNOC

LASBOR 0.4667 0.3186 NOID 0.8116 0.6226 NYCHUM

LASCIN 0.8750 0.6810 NOISE 0.1207 0.1328 NOISE

LASNOC 0.2264 0.2074 EPTFUS 0.5714 0.3690 EPTFUS

MYOAUS 0.0000 0.0000 MYOLUC 0.0000 0.0000 MYOLUC

MYOGRI 0.3077 0.3710 NOID 0.4444 0.3081 NOID

MYOLEI 0.0750 0.1978 NOID 1.0000 1.0000 NOID

MYOLUC 0.4249 0.2909 NOID 0.6777 0.3512 NOID

MYOSEP 0.3103 0.3151 NOID 0.9000 0.7215 NOID

MYOSOD 0.3273 0.3572 NOID 0.7660 0.5629 NOID

NYCHUM 0.3939 0.3919 NOID 0.5200 0.2676 LASBOR

PERSUB 0.6087 0.3823 NOID 0.6563 0.5593 MYOGRI


